INTRODUCTION
At present, the relaxation times of enzyme reactions are usually derived by using the methods of differential equations, matrix algebra and Fourier analysis, etc. (Kustin & Shear, 1965; Hammes & Schimmel, 1966; Espenson, 1981; Bernasconi, 1986a; Schwarz, 1986) . It is somewhat difficult for biologists to master these complex methods. The advantages of utilizing graphic methods to solve the problems of steady-state enzymic kinetics were demonstrated early on (King, 1956; King & Altman, 1956; Volkenstein & Goldstein, 1966; Fromm, 1970; Chou et al., 1978; Huang, 1981) . Now these graphic methods are widely used in the area of enzymic kinetics (Whitehead, 1970; Guan, 1989) . This paper shows that the relaxation times of enzyme reactions can be derived by using an extension of the graphic method of King and Altman (King, 1956; King & Altman, 1956) . The graphic method demonstrated in this paper is very simple and useful. As enzymologists are very familiar with the graphic method of King and Altman, they should also easily understand the present method which is based on that of King and Altman.
GENERAL THEORY
For the general case of a mechanism involving n enzymecontaining species, E1, E29 . . . Ens each of which can be converted into every other enzyme-containing species, the n kinetic differential equations can be written as follows:
where Kj or Kj, represents the kappa, or the product of the r constant and the associated concentration factors (not includ concentrations of enzyme-containing species, however) for reaction which converts E2 into E>. We define (6) 
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